Key indicators: single-crystal X-ray study; T = 200 K; mean (C-C) = 0.005 Å; R factor = 0.034; wR factor = 0.088; data-to-parameter ratio = 14.4.
The Pd II atom of the title salt, [Pd(C 10 H 9 N 3 ) 2 ](NCS) 2 , lies on a center of inversion and exists in a square-planar environment defined by the four pyridine N atoms derived from the two chelating di-2-pyridylamine (dpa) ligands. The chelate ring displays a boat conformation with a dihedral angle between the pyridine rings of 43.0 (1) . Adjacent thiocyanate ions are linked to the cations by N-HÁ Á ÁN hydrogen bonds.
Related literature
For the crystal structures of the related cationic Pd II and Pt 
Experimental
Crystal data [Pd(C 10 Table 2 Hydrogen-bond geometry (Å , ). (Fig. 1 ). In the complex, the Pd II ion is four-coordinated in a distorted square-planar environment by the four pyridine N atoms derived from the two chelating dpa ligands. The Pd II ion is located on an inversion centre, and thus the Table 1 ). The SCN -anion is almost linear (Table 1) , and two anions are linked to the cationic complex by intermolecular N-H···N hydrogen bonds between the N atom of the anions and the N-H group of the cation ( Fig. 2 and Table 2 ). The complex molecules are stacked into columns along the a axis.
In the columns, several intermolecular π-π interactions between the pyridine rings are present, the shortest ring centroidcentroid distance being 3.436 (2) Å.
The title complex was obtained as a byproduct from the reaction of Na 2 PdCl 4 (0.1462 g, 0.497 mmol) with KSCN (0.4688 g, 4.824 mmol) and di-2-pyridylamine (0.0877 g, 0.512 mmol) in MeOH (30 ml)/acetone (30 ml). After stirring of the reaction mixture for 24 h at room temperature, the formed precipitate was separated by filtration, washed with H 2 O and acetone, to give the main product as a pale red powder (0.1562 g). A small amount of the yellow byproduct was obtained from the mixture of filtrate and washing solution. Yellow crystals were obtained by slow evaporation from a CH 3 CN solution of the byproduct at room temperature.
Refinement
Carbon-bound H atoms were positioned geometrically and allowed to ride on their respective parent atoms: C-H = 0.95 Å and U iso (H) = 1.2U eq (C). Nitrogen-bound H atom was located from the difference Fourier map then allowed to ride on its parent atom in the final cycles of refinement with N-H = 0.92 Å and U iso (H) = 1.5U eq (N). The highest peak (1.10 e 
Figure 1
A structure detail of the title compound, with displacement ellipsoids drawn at the 50% probability level for non-H atoms. Unlabelled atoms are generated by the application of the inversion centre. 
